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One base deletion seen 
as SNPs with MAQ

Mycoplasma mycoides subsp. mycoides SC
University of Bern, Institute of Veterinary Bacteriology,
Prof. Joachim Frey, Dr. Edy Vilei
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1 “insert” 2GT

Seq. primer

bar-code



����������	 �����
������
����� 
��
� ��

1��$��:���	%	��:�2���

Fasteris development
- Often 3-4 samples in one channel
- e.g. useful to ensure DNA from each 
patient was analyzed
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Adaptor 1 Ligation

NN

Adaptor 2 Ligation

NN
NN

Restriction Enzyme Digests 

AAAAA
TTTTT-bio

CGN

AAAAA
TTTTT_bio

EcoP15II
CGN
GCN

AAAAA

AAAAA
TTTTT-bio

1st and 2nd Strand cDNA Synthesis

mRNA / total RNA
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SignaturePCR Primer 2 PCR Primer 1

Sequencing Primer
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PCR amplification to generate DNA Colonies Templates

EcoP15II
CGN
GCN

EcoP15II
CGN
GCN

N

Up to 4 enzymes can be used in 
separate reactions: HpyCH4IV, HpaII, 
HinP1I or TaqI
The N is used as a bar-code CGN to 
identify the enzyme used

1

1

1 2

27 or more bases ��$���������
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Fasteris improvements for DGEP
- 27 bp signatures
- One prep for up to 4 profiles with built-in bar-code
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Explosion 
engine has just 
been invented!

We can’t dream 
of Formula 1

That’s where we 
stand with 
NEXT-Generation

NEXT-Gen has great 
potential to be discovered

Our first cars 
still look like 
horse-carriages

We know 
NEXT-Generation 
is a revolution
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Clients


