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Fasteris development
- Often 3-4 samples in one channel
- e.g. useful to ensure DNA from each

patient was analyzed

Fasteris bar-codes, Dec. 2007
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From a bacterial transcriptome

Data kindly provided by Dr. Patrice Francois,
Marie Beaume and David Hernandez, in the
group of Prof. Jacques Schrenzel

www.genomic.ch
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From a bacterial transcriptome

Data kindly provided by Dr. Patrice Francois,
Marie Beaume and David Hernandez, in the
group of Prof. Jacques Schrenzel

www.genomic.ch




Using small RNAs to assemble
de novo viral genomes
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Data kindly provided by
Dr. Jan KREUZE
Sample prep performed at

Seqguencing by siRNA: a novel generic tool for virus discovery

Kreuze et al. (2009) Complete viral genome sequence and discovery of
novel viruses by deep sequencing of small RNAs: a generic method for
diagnosis, discovery and sequencing of viruses. Virology 388: 1-7
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# reads expected 85000 200000 500000

Number of contigs

Average length of

contigs

Number of mapped 1031743/5221734 1056504/5221734 1016080/5221734
reads (unique and =(19.76%) =(20.23%) =(19.46%)

multiples)
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Collaboration with Prof. Maité VASLIN,
Federal University of Rio de Janeiro
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