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From a bacterial transcriptome
Data kindly provided by Dr. Patrice François, 
Marie Beaume and David Hernandez, in the 
group of Prof. Jacques Schrenzel

www.genomic.ch
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and laboratories in Taiwan, Denmark, 
USA, Germany, Australia, Finland
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 Reads
(2x108bp)

Bases Mapped Target 
size

On 
target

Target not 
covered

On target 
within 100 bp

Sample 1 22.3 mio 4.8 Gb 97.5% 37 Mb 60.4% 3.2% 68.0%

Sample 2 22.4 mio 4.8 Gb 98.0% 37 Mb 60.5% 3.0% 66.9%

Sample 3 22.2 mio 4.8 Gb 97.9% 37 Mb 59.3% 2.6% 67.4%

Sample 4 21.1 mio 4.6 Gb 98.0% 37 Mb 60.5% 2.7% 67.8%
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