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Configuration { » )| - Configuration / { >
Read Type - Paired End Indexing Run ' Read Type : Single Read Indexing Run |
Read Cycles - 1017 (1) | 101 Read Cycles : 15117 () . &
Output Folder - Z1111110_SN132_0513_ACO4MRACXX Qutput Folder - Y:ASN132\111118_SN132_0516 - 4
% Flowcell #1 (CO4MRACXX), Cycle #200, Imaging, Waiting for imaging module. . i &8 Flowcell |, Imaging, Bottom Surface, Lane 7, Swath 1 - X = §5.55579 Y = 95 49, Channels A, G,

" = B
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P Hlumina Sequencin_g Ana_]_ysis Viewer 1,732 - 111110 SN132 0513,

Run Folder:  DAllumina\HiSeqTempi111110_SN132_0513_ACO4MRACXKX

| Analysis | | Imaging | Summary | Tile Status | Controls |

Cyc:e All Lane All Surface Both Swath All Section All O A O c O o O T
v v v v
|

VEN S| F W | |t
| Index Lane | Tile |Section | Cycle | Surface | S
T i 1101 & L Top Lej
2 ¥ 1101 1 2 Tap Lef
3 1 1101 1 3 Top Le
4 1 1101 1 4 Top Le
5 £ 1101 t 5 Top Lef
3] ¥ 1101 £ i} Top Le|
7 i 1101 1 7. Top Lel
8 ¥ 1101 1 8 Taop Left
9 1101 9 11f11/201... 2738 3630 1895 3124 0.018 26.7
1101 Left 11/11/201... 2678 3504 1924 3161 0.021 27.6
12 1 1101 L 12 Top Left 11/11/201... 2 . 1
13 £ 1101 £ 13 Top Left 11/11/201... 2 &
14 1 1101 1 14 Top Left 111200 | 2 !
15 1 1101 1 15 Top Left 11/11 /200 2556 3456 1862 2009 0.021 27.2 2
18 ¥ 1101 1 16 Taop Left 11/11/201... 2583 3471 1829 3009 0.022 27.6 2249
17 i 1101 & 17 Top Left 11/11/200... 2561 3447 1808 2976 0.016 275 22.6 2
18 ¥ 1101 1 18 Tap Left 11/11/201... 2559 3457 1821 3013 0.019 26.8 23.2 2
19 1 1101 1 19 Top Left 11/11f201... 2544 3431 1796 2980 0.021 27.5 23.0 2
20 1 1101 i 20 Top Left 11/11/201... 2520 3406 1700 2794 0.022 275 22.8 2
21 £ 1101 it 21 Top Left 11/11/201... 2497 3379 1740 2881 0.020 27.0 23.1 2.
22 ¥ 1101 £ 22 Top Left 111142010, | 2489 3353 1676 2778 0.022 27.8 22.9 2
23 i 1101 1 23 Top Left 11f11/201... 2467 3333 1680 2797 0.021 27.6 227 2
24 1 1101 1 24 Top Left 11/11/200... 2441 3309 1697 2829 0.019 27.0 23.0 2
25 1 1101 & 25 Top Left 11/12f/201... 2372 3259 1737 2763 0.028 27.8 23.0 2
26 & 1101 1 26 Tap Left 11/12/201... 2385 3283 1745 2783 0.034 27.6 223 2
27 £ 1101  § 27 Top Left 11/12/201... 2335 3240 1727 2720 0.045 27.3 22,9 2 C

[Rows=75648 [Disp=75648 [Sel=1 [Fiter
|

( ;: VW B @ | @ HuminaSequencin.. | @ Tumina Sequencin, o Rdministrator: RTA . | F8 RTAT1242 D\l .. I ATA & Ulumina Hiseq Cont.. ZUE g1 AM
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T Tumina Se_q_uenc:in_g Ana!)_rs'ls Viewer 1,732 - 111118 SN132 0516 BCO9JBAC

Run Folder | E-lllumina\HiSeqTemp\i11118_SN132_0516 BcogJeacxy| 11 7 $7 8
ey n

Analysis | Imaging | Summary | Tile Status | Controls |

Run Summary
Lawl Yield Total Projected Total Yield Yield Perfect Yield ==3 errors = Aligned % Perfect Y <=3 errors Error Rate Intensily % Intensity 3% 5= Q30
[G) {G} {G) {G) {55) [Mum Cycles] [Num Cycles] (%) Cycle 1 Cycle 20
Read 1 439 2281 2.3 2.4 10.16 71.7 [32] 72832 14 3544 107.7 93.9
Read 2(ly 00 92 0.0 0.0 0.00 0.0 {01 0.0 107 0.00 ] 0.0 NaN
Total 489 2383 23 24 10.16 T 728 0.14 3844 1077 939
Read 1
Vahio Tiles Density Cluster PF Phas/Prephas Reads PF Perfe: - Error Rate Error Rate Intensity % Intensity
{Kimm2) {%a) {%a) () Reads 75 cycle (%) 100 cycle (%) Cycle 1 Cycle 20
1(C) 43 467 +-T79 9B9+-12 0.126/0.222 12344 7182 0.00 +~D.00 0.00 +- 0.00 4845 +/- 230 B24+-08
2 45 950 +/- 102 T8.7 +-16.6 0.166 / D.287 20344 0.39 .00 +~0.00 0.00 +--0.00 3945 +/- 259 Q44 +-25
3 48 1024 +/-56 B7.5+-22.0 0165/ 0.307 188.50 A7 30-32 3 +/-0.0 0.28 +/- 0.44 0.00 +~0.00 0.00 +~0.00 0.00+- 0.00 4014 +- 259 863 +-1.8
4 43 844 +/- 08 BRT+~43 0161 10:314 206.20 015 015 3-32 03+-00 0.07 +-0.07 0.00+-0.00 0.00 +~D.00 0.00 +-0.00 I472+-234 103.2 +- 31
i 43 955 +- 11 857 +-7.0 0.208/0.423 22476 0.32 033 31-32 06 +-0.0 0AZ2+-0.15 0.00 +/-0.00 0.00 <~ D.00 0.00 +- 0.00 4297 +- 311 B84 +-27
6 43 621 +- 141 94.0+-23 0:144 1 0.433 160.46 0.29 0.30 31-32 0.8 +-01 0.05 +/- 0.07 0.00 +/- 0.00 0.00 +-0.00 0.00 +-0.00 5400 +/- 347 T6.3+-08
¥ 48 1005 +/- 78 761+~ 163 0167 /10.394 209.34 0.04 0.04 31-32 0.3 +-00 DAB+-0.23 0:00.+/-0.00 0.00 +-D.00 0.00 +- 0.00 2863 +- 299 130.1 +- 139
8 48 993 +/- 89 T7.9+-16.4 0.138/0.322 21141 0.60 0.00 30-31 3 +-0.0 015 +-0.30 0.00 +~0.00 0.00 +~0.00 0.00 +~0.80 1816 +-215 200.8 +-28.0
Read 2 (1)
Lafie Tiles (‘35,',‘1",’:,‘3', Ciuﬁar PF Phaﬁ{;rephm Reads PF Perfect 7 > ntensity % Intensity
) (M) Reads (M} Cycle 1 Cycle 20
1(C) 438 467 +-79 959+~ 12 0.000/ 0.000 12344 0.00 i} 0.0+-00
¥4 43 950 +- 102 78.7 +-166 0.000/0.000 20344 0.00 D E (1 4 = 0:0+-00
3 48 1024 +/- 56 BT.5+-220 0.000/0.000 188 50 0.00 D0+-00
4 43 544 +/- 9§ BR.T +-4.3 0.000/ 0.000 206.20 0:00 0.0+-00
5 48 855 +- 11 85770 0.000 7 0.000 22476 0.00 6 2 9 > 0.0 +-0.0
G 43 621 +- 141 WO0+H-23 0.000/0.000 160.46 0.00 0.0+-00
7 48 1005 +/- 78 761 +-16.3 0000/0000 | 20939 0.00 D E 2 ( 4 00+-00
g 43 0993 +/- 89 TT9+-164 0.000/0.000 24141 D.00 ' 0.0+-00
Copy to Clipboard...

I "--T-[.f.um:f;la éjc‘:rJ]IJe:n::Tn... | & lllumina Sequencin... | o] Admi tor | dmir or: RTA . | Eﬁ RTATIZAZ —( ; tr-'i'[.f.um:f;la HTSeq Cont.. Zdl.i:il'-ZD_HTSIEq_r... | <« & L 908 AM




Run Folder: D:Milumina'\HiSeqTempi111110_SN132_0513_ACO4MRACXX

Analysis | Imaging | Summary | Tile Status | Controls |

Numina Seq_uencin_g Ana!)_.rs'ls Viewer 1,7.32 - 111110 SN132 0513 ACO4MRACKX
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Fana Tiles [i}}(?rl;l:‘;itg] L‘lusﬁz}r PE Pnasf{;;{r.;zpnas

T(C) 43 300 +- 29 97.4+-04 0:207 / 0225
48 283 +-5 G963 +-04 0.287 /1 0.249

3 43 591 +/- 89 93.9+- 1.1 0185/ 0.191
4 48 357 +/- 49 96.7 +/-0.5 0.20610.207
5 48 638 +- 84 G22+H-16 0200/ 0.202
6 48 B35 +~ 83 G10+-186 020370203
¥ 48 682 +-75 E+-19 0.20110.202
8 45 677 +-83 91.8+-20 0.198 / 0.203
Read 2 (l)

Lane Tiles (?{il;il‘tg] Clu?;:]r PF Phasf{i:?phas
1(C) 48 300+~ 29 9T 4+-04 0.000 / 0.000
2 43 28 +-5 96.2+/-0.4 0.000/0.000
3 45 591 +-89 939+ 11 0.000 7 0.000
4 48 357 +- 49 96.7+-05 0.090 / 0.000
5 48 688 +/- 34 922 +-16 0.000/0.000
G 43 696 +- 83 91.9+-16 0.000 f 0.000
7 48 682+ 79 91.8+4-19 0.000 / 0.000
8 43 677 +/-83 91.8+-20 0.000 / 0.000
Read 3

Ean Tiles {%a:{:tg] Clu?;.;r PF Phasn’[l:—'}{‘r:;;phas
1(C) 43 300 +- 2% 97.4+-04 0.146 /1 0.231
2 48 28 +-5 96.3+-04 0290/ 0.276
3 45 501 +- 89 93.9+/- 1.1 0:149/0.209
4 48 357 +/- 45 96.7 +- 0.5 0.167 10.234
5 45 638 +- 84 922+-16 0,457/ 0.247
6 48 856 +~ 83 919+-16 0159/ 0222
7 43 682 +- 79 918+ 19 0.158/10.216
3 45 877 +-83 91.8+-20 0156 /0.221

Copy to Clipboard... | Generate IVC Plots...

Heads P

M)

50.86
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9537
175.14
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172.75
171.42

Reads PF
M)

80.86
7.44
153.08
8537
17514
176.73
17278
171.42

Reads PF
(M)

50.86
7.44
153.08
95.37
175.14
1TRT3
172.75
171.42

Pertect
Reads (M)

67.24
0.68
0.3
0.61
0.63
085
0.63
0.63

Perfect
Reads (M}

0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00

Perfect
Reads (M)

6541
0.69
0.81
0.70
0.64
0.66
0.64
o4

<=3 kIm
M)

715
071
0.87
0.76
0.69
0.70
0.68
0.68

<=3 Emr
(M}

0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00

==3 Err
(M)

70.96
0.74
07
076
0.68
069
068
0.44

Cycles
Err Rated

100
100
100
100
100
100
100
100

Cycles
Err Rated

2 e

L= Q) - B - §

Cycles
Err Rated

a8
23
38
a3
&8
a8
a3
a7 -83

Aligned
%)

8389+-10
9.7 +- 0.4
06 +-00
08+-00
04 +-00
04 +-00
0.4 +-0.0
0.4 +-00

Aligned
%)

0.0 +-0.0
0.0+-0.0
0.0 +-00
0Do+-00
0.0+-00
00+-00
0.0 +-0.0
0.0+-00

Aligned
(%)

83.5+-1.1
97 +-04
0.6 +-0.0
08 +-00
0.4 +-00
04 +-00
0.4 +-0.0
0.4 +/-0.0

ErTor Hate
(%)

0.24 +-0.06
D48 +/-0.05
DAT +-0.05
0.42 +/-D.56
D49 +-0.10
0147 +/-0.08
018 +-0.05
047 +-0.03

Error Rate
(%)

0.00 +-D.00

000 L 000

Error Hate
35 cycle (%}

0.06 +-0.07
0.06 +-0.08
0.07 +/- 0.08
0.30 +- 0.66
0.06 +/-0.04
008 +/-018
0.09 +- 0.10
0.06+-0.05

000 L 000

Error Rate
75 cycle {%)

013 +-0.04
012 +-0.05
0:13 +-0.06
0.43 +H-0.73
014 +-0.12
042 +- 011
013 +-0.06
011 +-003

Error Rate
75 cycle {%)

0.00 +- 0.00

2L 000

Error Hate
100 cycle {%)

024 +-006
0.18.+/-0.05
017 +-005
0.42 +-0.56
015 +-010
017 +-008
048 +-0.05
017 +-0.03

Error Rate
100 cycle (%)

0.00 +-0.00

00 £ 000

Yo -
Cycle 1 Cycle 20
3133 +H- 149 78.5+H-1.2
3249 +- 133 T76.0 +-1.9
3084 +- 148 73.3+-08
3194 +- 154 78.9+-08
2911 +- 143 TH0+-11
2875 +- 148 751 +-08
2825 +- 172 T46+-12 =
2797 +-198 T5.0+-1.0
. L % Intensity
Cycle 1 Cycle 20
3046 +- 158 0.0+-00
2308+ 153 0.0+-00

+

0.00 +-0.00
0.00 +/-0.00
0.00 #~0.00

Error Rate
(%)

019 +-0.04
D42 +-0.04
0.18 +-0.07
0.19 +/-0.19
018 +-0.47
015 +- 0.03
0.15 +-0.04
015 +-0.04

Error Rate
35 cycle (%)

0.05+-0.02
0.04 +/-0.06
0.08 +- 0.08
0:10:+-0.15
042+-027
0.07 +-6.02
0.07 +-0.02
007 +-0.03

0.00 +-0.00
0.00 +-0.00
0.00 +-0.00

Error Rate
75 cycle (%)

0.14 +-0.04
0.09 +- 0.04
0.16 +- 0.08
016 +-0.17
04T +H- 020
013 +- 003
0.13 +- 0.04
013 +-003

" THurninz HrSeq Co |

0.00 #- 000
0:00 +/-0.00
0.00 +-0.00

Error Rate
100 cycie (%)

0.00 +-0.00
0.00 +- 0.00
0.00 +-0.00
0.00 +-0.00
0.00 +-0.00
0.00 +- 0.00
0.00 +- 0.00
0.00 +/--0.00

20_HiSeq.r..

174 0.0+-00
141 0.0+-0.0
185 0.0+-0.0

3778+-203 0.0 +-0.0
3724 +- 208 0.0 +-0.0
3718 +-237 0.0+-0.0 =
I i % Intensity
Cycle1 Cycle 20
2652 +- 192 826 +-1.0
2553 +- 187 764 +-0.8
2625 +- 223 835+-08
2718 +-220 825+-08
2427 +/- 204 314 +-07
2437 +- 208 816 +-0.7
2385+-218 81.7+-07
2405 +/- 232 821 +-05

AU E g5 AM
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From a bacterial transcriptome

Data kindly provided by Dr. Patrice Francois,
Marie Beaume and David Hernandez, in the
group of Prof. Jacques Schrenzel

www.genomic.ch
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and laboratories in Taiwan, Denmark,
USA, Germany, Australia, Finland






Reads Bases Mapped Target On Target not  On target
(2x108bp) size target covered within 100 bp
Sample 1 22.3mio 48Gb 97.5% 37 Mb 60.4% 3.2% 68.0%
Sample 2 224 mio 4.8Gb 98.0% 37 Mb 60.5% 3.0% 66.9%
Sample 3 22.2mio 48Gb 97.9% 37 Mb 59.3% 2.6% 67.4%
Sample 4 21.1mio 4.6Gb 98.0% 37 Mb 60.5% 2.7% 67.8%

S H# 04 & 7 4& . 5
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