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| Next-Generalion ullra-deep sequencing

ChIP-SEQ

> Millions of reads
Currently 100-150 millions per channel.

> Long experience

ChIP-SEQ Sample Preparation
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> Compelilive Prices
Sample prep, including TOPO QC: CHF 800.- EUR 667.-
One channel 1x50bp, >150 million reads: CHF 2'693.- EUR 2'245.-
Bioinformatics: CHF 500.- EUR 417.-

Example wilh 8 indexed samples in 8 SR channel /x50 bp
Total price, including bioinformatics: CHF 12'683.- EUR 10’570.-
=> Price per sample: CHF 1'585.- EUR 1'321.-
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